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Summary. The numbers, structure and differences of bacterial and yeast communities in the samples 

of annual vines and perennial wood from the Moldova and Merlot grape varieties were determined. The 

isolated strains were divided into six phenotypic categories; four genera of bacteria were identified by the 

MALDI-TOF method. 
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Bacillus (B. subtilis, B. pumilus, B. pseudomycoides, B. atrophaeus, B. simplex, 
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-TOF 

Bacillus (B. subtilis, B. pumilus, B. pseudomycoides, B. 

atrophaeus, B. simplex, B. megaterium, B. marisflavi, B. muralis), Sphingomonas (S. aerolata), 

Staphylococcus, Curtobacterium. 
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