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Summary. The results of molecular-genetic analysis of apple varieties by QTL FBF7 associated with 

fire blight resistance were shown. Of the 13 analyzed apple varieties, marker CH-F7-Fb1 (210 bp fragment) 

was identified in 7 forms (53.8 %), marker AE10-375 (375 bp fragment) was identified in 10 forms (76.9 

%), marker GE- 8019 (397 bp fragment) was identified in 3 forms (23.1 %). A combination of three markers 

(AE10-375, CH-F7-Fb1 and GE-8019), indicating the presence of QTL FBF7 associated with fire blight 

resistance, was revealed in varieties Rozhdestvenskoe and Svezhest, which can be recommended as 

promising sources of resistance to E. amylovora. 
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